Biological Data Science
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In order to extract knowledge from multi-modal
Biology and Medicine

B big data, (ex. Multi-omics data) it is necessary to
8 incorporate the latest Data Science technology,
" such as cloud computing and machine learning.
| We are developing bioinformatics method for
cancer genomics,proteomics, and epitranscrip-
tomics (RNA modifications) using Al and BIGDA-
TA related technology.
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https://www.Isbm.org/

LSBM is an assembly of virtual but tightly
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with a focus of transforming biomedicine. BNSAEESDE
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establishment of nuclear receptor-tar-
geted therapeutic approach.
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What's unique at LSBM? o

We communicate and collaborate, and Proteomics Laboratory
study together with experts from different AT AHRE
Takeshi Kawamura
research areas towards the common goal (14 58)
from Labs to clinics and industry globally. B > ororei complexe and posttrans:

lational modifications. We are developing
proteomics technology for elucidation of
disease mechanisms and drug discovery.
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utilizing multi-omics analysis of pro-
teome, transcriptome,

epigenome, and metabolome in adi-
pocytes, muscle, and neurons.
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Theoretical Supramolecular Science | &<

- 1 Structural biology and molecular
JOI n us:: engineering
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We accept master and doctoral students via admissions of vari- (FHEBLE (L fsh)

a We are trying to elucidate the structural mech- a We study functions of biological (supra)mole-

ous departments, depending on each laboratory. If you are inter- IR o oo o s e hy s using spercomputers, Ao, we el
ested, please contact PIs directly.

molecular engineering, and discover new func- : analysis methods based on mathematics,
tional proteins and nucleic acids from genomic informatics, and machine learning methods.

-‘Lt udll information. Our ultimate goal is to control the complex
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https://twitter.com/nishimasuken
nisimasu@g.ecc.u-tokyo.ac.jp

https://www.rcast.u-tokyo.ac.jp/ja/research/people/staff-yamashita_takefumi.html

yamashita@Isbm.org

Integrative Nutriomics and Networked biophotonics and Genome Science and Medicine Stru_ctura_l biology and protein
Oncology microfluidics T/ LA T VRAKAT AV VDT engineering
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Genta Nagae & Kenji Tatsuno
Extreme tumor microenvironments pro- With expertise in optics, microfluidics, DNA =5,

motes cancer progression. We aimed to techs, single cell techs, biophysics, materi-
develop a novel cancer treatments by als chemistry, and ITs, we network mea-

Department of Inflammology
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Deciphering complex interaction of
immune system with inflammatory
disorders for the development of

Our lab combines structural, biophysical,
and electrophysiological techniques to un-
derstand the molecular mechanisms of

. iomi h. We wel _ surements for creating future biomedicine membrane receptors, channels, and trans-
new tools to manipulate the T DLASIIES CIPPBEEL: e BHEEamS Eil and machine that thinks. porters. We also aim to develop pro-
immune svstem }l dents who are interested, please contact ¥ _ _ _
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